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Species Gene Symbol Gene ID GenBank Accession Transcript

Human EED 8726 BC068995 NM_003797

About the gene

Official Symbol EED

Previous Symbol -

Official Full Name | embryonic ectoderm development

Synonyms WAIT-1; HEED

Location 11q14.2

Gene Type protein-coding gene

Uniprot ID 075530

Pathway/Library others

This gene encodes a member of the Polycomb-group (PcG) family. PcG family members form multimeric
protein complexes, which are involved in maintaining the transcriptional repressive state of genes over
successive cell generations. This protein interacts with enhancer of zeste 2, the cytoplasmic tail of integrin
beta7, immunodeficiency virus type 1 (HIV-1) MA protein, and histone deacetylase proteins. This protein
mediates repression of gene activity through histone deacetylation, and may act as a specific regulator of
integrin function. Two transcript variants encoding distinct isoforms have been identified for this gene.
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L00020 Control Knockout HEK293T Cells 132/
100022 GFP Knockout HEK293T Cells 132 /%8
0222 R -FERH R IR (100X) 100ml
D0508S/M R 2 2 e SR A A U k) 25/1004%
D7080S/M/L T7 Endonuclease T (CRISPR%%3 [X] 545 %5 5 ) 250/1250/5000U
ST551-10mg Puromycin Dihydrochloride (&M 2 25) 10mg/mlx1ml
ST551-50mg Puromycin Dihydrochloride (W#4 %5 3) 10mg/mlx5ml
ST551-250mg Puromycin Dihydrochloride ("M 2 2%) 250mg
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